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Studies of the genetic structure of microbial populations are central in understanding the evolution, 
ecology, epidemiology of infectious diseases and spread of antibiotic resistance. Numerous studies 
describing the genetic structure of pathogen populations are based on samples drawn 
overwhelmingly from clinical collections. The International Pseudomonas Consortium includes 
collaborators from 28 institutions on 5 continents and producing an extensive collection of genomes 
from a single species for studying genome evolution, comparative genomics of antibiotic resistance 
and virulence genes. Given the potential link between environmental strains and evolution towards 
infection by P. aeruginosa in animals and in humans, we need to better understand genome evolution 
and how patients become infected. In addition to the identification of prognostic markers, I will 
discuss rapid antibiotic-resistance predictions from genome data for better and rapid evidence-based 
decisions on patient care. 
 

 

Winter 2016 Schedule 
Feb. 10th   Dr. Malcolm Campbell, University of Guelph (Host:  Dr. M. Coppolino) 
Feb. 24th Dr. Thomas Wolever,  University of Toronto, (Host:  Dr. I. Tetlow) 
Mar. 9th Dr. Roger Levesque,  Université Laval (Host:  Dr. J. Lam) 
Mar. 23rd Dr. Dominique Bergmann,  Stanford University (Host:  Dr. A. Nassuth) 

 
“A GREAT OPPORTUNITY TO HEAR LEADING RESEARCHERS IN THE SCIENTIFIC COMMUNITY DISCUSS THEIR WORK” 

 
* ALL WELCOME TO ATTEND *                                                               * COFFEE, TEA AND TIMBITS *   

 
For more information, please visit MCB`s website http://www.uoguelph.ca/mcb 

http://www.uoguelph.ca/mcb

